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SEQUENCE LISTING 



<110> Langley, Keith E 
Boone, Thomas C 



<130> 06843.0009-08000 

<140> 08/803, 954 
<141> 2001-08-29 

<150> 08/212,660 
<151> 1994-03-11 

<150> 08/087,021 
<151> 1993-07-06 

<150> 07/710,728 
<151> 1991-06-03 

<150> 07/501,904 
<151> 1990-03-29 

<150> 07/355,027 
<151> 1989-05-19 

<160> 36 



DeClerck, Yves A a* 
<120> METALLO PROTEINASE INHIBITOR 



c 



<170> Patentln Ver. 2.0 



<210> 1 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Cys Pro Met He Pro Cys Tyr He Ser Ser Pro Asp Glu 
15 10 



<210> 2 
<211> 19 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Cys Ser Cys Ser Pro Val His Pro Gin Gin Ala Phe Cys Asn Ala Asp 
15 10 15 

Val Val He 



<210> 3 

<211> 20 

<212> PRT 

<213> Homo sapiens 



<400> 3 



Val Val Phe Phe Pro Val Ala His Pro His Ser Trp Pro Thr Gin Val 
15 10 15 



Ser Leu Arg Thr 
20 

<210> 4 
<211> 21 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Val Val Gly Gly Pro Ala Val Ala His Pro His Ser Trp Pro Thr Gin 
15 10 15 

Val Ser Leu Arg Thr 
20 

<210> 5 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Cys Ser Cys Ser Pro Val 
1 5 



<210> 6 



<211> 1045 

<212> DNA 

<213> Bos taurus 



<400> 6 



aattccggct 


tctatggagc 


actcgggacc 


aggtccgcgg 


cgcgcgcact 


cgctcgctcg 


60 


ccgcccccca 


gccagctctc 


gcttccgcgc 


cgccagccgc 


gccccgcgcc 


tcctcgctgc 


120 


accccgcgac 


ctagagccaa 


gaaagtttgt 


gtggcgagtg 


agggccggag 


aggagagcgc 


180 


gcccgcggag 


tgccgtccag 


accagcgcgg 


ccccggcgga 


gaggggagcg 


ccccgagccc 


240 


aggcggcggc 


ggctagcccg 


agtccgcgac 


ccccgcccct 


ccgcccgcca 


tgggcgccgc 


300 


cgcccgcagc 


ctgccgctcg 


cgttctgcct 


cctgctgctg 


gggacgctgc 


tcccccgggc 


360 


cgacgcctgc 


agctgctccc 


cggtgcaccc 


gcaacaggcg 


ttttgcaatg 


cagacatagt 


420 


gatcagggcc 


aaagcagtca 


ataagaagga 


ggtggactct 


ggcaacgaca 


tctacggcaa 


480 


ccccatcaag 


cggattcagt 


atgagatcaa 


gcagataaag 


atgttcaagg 


gacctgatca 


540 


ggacatagag 


tttatctaca 


cagcccccgc 


cgctgccgtg 


tgtggggtct 


cgctggacat 


600 


tggaggaaag 


aaggagtatc 


tcattgcagg 


gaaggccgag 


gggaatggca 


atatgcatat 


660 


caccctctgt 


gacttcatcg 


tgccctggga 


caccctgagt 


gccacccaga 


agaagagcct 


720 


gaaccacagg 


taccagatgg 


gctgtgagtg 


caagatcact 


cgatgcccca 


tgatcccatg 


780 


ctacatctcc 


tctccggacg 


agtgcctctg 


gatggactgg 


gtcacggaga 


agaacatcaa 


840 


cggacaccag 


gccaagttct 


tcgcctgcat 


caagagaagc 


gacggctcct 


gcgcctggta 


900 


ccgcggagca 


gcacccccca 


agcaggagtt 


tctggacatg 


aggacccgta 


agcaggccac 


960 


caggactcct 


ggggccaatt 


gacagtgtcc 


aagagttcag 


actggtccag 


ctccgacatc 


1020 


ccttcctgga 


cacagcatga 


ataaa 








1045 



<210> 7 

<211> 220 

<212> PRT 

<213> Bos taurus 



<400> 7 



Met Gly Ala Ala 
1 

Leu Gly Thr Leu 
20 

His Pro Gin Gin 
35 

Ala Val Asn Lys 
50 

Pro lie Lys Arg 
65 

Gly Pro Asp Gin 

Val Cys Gly Val 
100 

Ala Gly Lys Ala 
115 

Phe He Val Pro 
130 

Asn His Arg Tyr 
145 

Met He Pro Cys 



Ala Arg Ser Leu 
5 

Leu Pro Arg Ala 

Ala Phe Cys Asn 
40 

Lys Glu Val Asp 
55 

He Gin Tyr Glu 
70 

Asp He Glu Phe 
85 

Ser Leu Asp He 

Glu Gly Asn Gly 
120 

Trp Asp Thr Leu 
135 

Gin Met Gly Cys 
150 

Tyr He Ser Ser 



Pro Leu Ala Phe 
10 

Asp Ala Cys Ser 
25 

Ala Asp He Val 

Ser Gly Asn Asp 
60 

He Lys Gin He 
75 

He Tyr Thr Ala 
90 

Gly Gly Lys Lys 
105 

Asn Met His He 

Ser Ala Thr Gin 
140 

Glu Cys Lys He 
155 

Pro Asp Glu Cys 



Cys Leu Leu Leu 
15 

Cys Ser Pro Val 
30 

lie Arg Ala Lys 
45 

He Tyr Gly Asn 

Lys Met Phe Lys 
80 

Pro Ala Ala Ala 
95 

Glu Tyr Leu He 
110 

Thr Leu Cys Asp 
125 

Lys Lys Ser Leu 

Thr Arg Cys Pro 
160 

Leu Trp Met Asp 



165 



170 



175 



Trp Val Thr Glu Lys Asn lie Asn Gly His Gin Ala Lys Phe Phe Ala 
180 185 190 

Cys lie Lys Arg Ser Asp Gly Ser Cys Ala Trp Tyr Arg Gly Ala Ala 
195 200 205 

Pro Pro Lys Gin Glu Phe Leu Asp lie Glu Asp Pro 
210 215 220 

<210> 8 

<211> 1032 

<212> DNA 

<213> Homo sapiens 



<400> 8 



attccggccc 


gccgtccccc 


accccgccgc 


cccgcccggc 


gaattgcgcc 


ccgcgcccct 


60 


cccctcgcgc 


ccccgagaca 


aagaggagag 


aagtttgcgc 


ggccgagcgg 


ggcaggtgag 


120 


gagggtgagc 


cgcgcgggag 


gggcccgcct 


cggccccggc 


tcagcccccg 


cccgcgcccc 


180 


cagcccgccg 


ccgcgagcag 


cgcccggacc 


ccccagcggc 


ggcccccgcc 


cgcccagccc 


240 


cccggcccgc 


catgggcgcc 


gcggcccgca 


ccctgcggct 


ggcgctcggc 


ctcctgctgc 


300 


tggcgacgct 


gcttcgcccg 


gccgacgcct 


gcagctgctc 


cccggtgcac 


ccgcaacagg 


360 


cgttttgcaa 


tgcagatgta 


gtgatcaggg 


ccaaagcggt 


cagtgagaag 


gaagtggact 


420 


ctggaaacga 


catttatggc 


aaccctatca 


agaggatcca 


gtatgagatc 


aagcagataa 


480 


agatgttcaa 


agggcctgag 


aaggatatag 


agtttatcta 


cacggccccc 


tcctcggcag 


540 


tgtgtggggt 


ctcgctggac 


gttggaggaa 


agaaggaata 


tctcattgca 


ggaaaggccg 


600 


agggggacgg 


caagatgcac 


atcaccctct 


gtgacttcat 


cgtgccctgg 


gacaccctga 


660 


gcaccaccca 


gaagaagagc 


ctgaaccaca 


ggtaccagat 


gggctgcgag 


tgcaagatca 


720 



cgcgctgccc catgatcccg tgctacatct cctccccgga cgagtgcctc tggatggact 780 

gggtcacaga gaagaacatc aacgggcacc aggccaagtt cttcgcctgc atcaagagaa 84 0 

gtgacggctc ctgtgcgtgg taccgcggcg cggcgccccc caagcaggag tttctcgaca 900 

tcgaggaccc ataagcaggc ctccaacgcc cctgtggcca actgcaaaaa aagcctccaa 960 

gggtttcgac tggtccagct ctgacatccc ttcctggaaa cagcatgaat aaaacactca 1020 

tccccggaat tc 1032 

<210> 9 
<211> 220 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Gly Ala Ala Ala Arg Thr Leu Arg Leu Ala Leu Gly Leu Leu Leu 
15 10 15 

Leu Ala Thr Leu Leu Arg Pro Ala Asp Ala Cys Ser Cys Ser Pro Val 
20 25 30 

His Pro Gin Gin Ala Phe Cys Asn Ala Asp Val Val lie Arg Ala Lys 
35 40 45 

Ala Val Ser Glu Lys Glu Val Asp Ser Gly Asn Asp He Tyr Gly Asn 
50 55 60 

Pro He Lys Arg He Gin Tyr Glu He Lys Gin He Lys Met Phe Lys 
65 70 75 80 



Gly Pro Glu Lys Asp He Glu Phe He Tyr Thr Ala Pro Ser Ser Ala 
85 90 95 



Val Cys Gly Val 
100 

Ala Gly Lys Ala 
115 

Phe He Val Pro 
130 

Asn His Arg Tyr 
145 

Met He Pro Cys 

Trp Val Thr Glu 
180 

Cys He Lys Arg 
195 

Pro Pro Lys Gin 
210 



Ser Leu Asp Val 

Glu Gly Asp Gly 
120 

Trp Asp Thr Leu 
135 

Gin Met Gly Cys 
150 

Tyr He Ser Ser 
165 

Lys Asn He Asn 

Ser Asp Gly Ser 
200 

Glu Phe Leu Asp 
215 



Gly Gly Lys Lys 
105 

Lys Met His He 

Ser Thr Thr Gin 
140 

Glu Cys Lys He 
155 

Pro Asp Glu Cys 
170 

Gly His Gin Ala 
185 

Cys Ala Trp Tyr 

He Glu Asp Pro 
220 



Glu Tyr Leu He 
110 

Thr Leu Cys Asp 
125 

Lys Lys Ser Leu 

Thr Arg Cys Pro 
160 

Leu Trp Met Asp 
175 

Lys Phe Phe Ala 
190 

Arg Gly Ala Ala 
205 



<210> 10 

<211> 45 

<212> PRT 

<213> Bos taurus 



<400> 10 

Cys Ser Cys Ser Pro Cys His Pro Gin Gin Ala Phe Cys Asn Ala Asp 
15 10 15 

lie Val lie Arg Ala Lys Ala Val Asn Lys Lys Glu Val Asp Ser Gly 
20 25 30 

Asn Asp lie Tyr Gly Asn Pro lie Lys Arg Lys Gin Tyr 
35 40 45 



<210> 11 

<211> 49 

<212> PRT 

<213> Bos taurus 

<400> 11 

Cys Thr Cys Val Pro Pro His Pro Gin Thr Ala Phe Cys Asn Ser Asp 
15 10 15 

Val Val lie Arg Ala Lys Phe Val Gly Thr Ala Glu Val Asn Glu Thr 
20 25 30 

Ala Leu Leu Tyr Arg Tyr Leu lie Lys Met Leu Lys Met Pro Ser Gly 
35 40 45 

Phe 



<210> 12 



<211> 49 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Cys Thr Cys Val Pro Pro His Pro Gin Thr Ala Phe Cys Asn Ser Asp 
15 10 15 

Leu Val lie Arg Ala Lys Phe Val Gly Thr Pro Glu Val Asn Gin Thr 
20 25 30 

Thr Leu Tyr Gin Arg Tyr Glu lie Lys Met Thr Lys Met Tyr Lys Gly 
35 40 45 

Phe 



<210> 13 

<211> 49 

<212> PRT 

<213> Bos taurus 

<400> 13 

Cys Thr Cys Val Pro Pro His Pro Gin Thr Ala Phe Cys Asn Ser Asp 
15 10 15 



Val Val He Arg Ala Lys Phe Val Gly Thr Ala Glu Val Asn Glu Thr 
20 25 30 



Ala Leu Leu Tyr Arg Tyr Leu lie Lys Met Leu Lys Met Pro Ser Gly 
35 40 45 



Phe 



<210> 14 

<211> 45 

<212> PRT 

<213> Bos taurus 

<400> 14 

Cys Ser Cys Ser Pro Val His Pro Gin Gin Ala Phe Cys Asn Ala Asp 
15 10 15 

lie Val lie Arg Ala Lys Ala Val Asn Lys Lys Glu Val Asp Ser Gly 
20 25 30 

Asn Asp lie Tyr Gly Asn Pro lie Lys Arg lie Gin Tyr 
35 40 45 

<210> 15 

<211> 45 

<212> DNA 

<213> Bos taurus 

<400> 15 

gatcacaatg tcagcattgc agaaggcctg ctggggatgc acagg 



<210> 16 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> modif ied_base 
<222> (4) 
<223> i 

<220> 

<221> modif ied_base 
<222> (19) 
<223> i 

<220> 

<221> modif ied_base 
<222> (22) 
<223> i 

<220> 

<221> modif ied_base 
<222> (28) 
<223> i 

<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 



<400> 16 



gtcnacytcy ttyttgttna cngcyttngc 



<210> 17 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> modif ied_base 
<222> (4) 
<223> i 

<220> 

<2 21> modif ied_base 
<222> (7) 
<223> i 

<220> 

<221> modif ied_base 
<222> (13) 
<223> i 

<220> 

<221> modif ied_base 
<222> (17) 
<223> i 

<220> 

<221> modif ied_base 

<222> (26) 

<223> i 



<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 



<400> 17 

cttnatnggr ttnccrtana trtcrttncc 30 

<210> 18 

<211> 51 

<212> DNA 

<213> Bos taurus 

<400> 18 

cgggtcctcg atgtccagaa actcctgctt ggggggtgct gctccgcggt a 51 

<210> 19 

<211> 48 

<212> DNA 

<213> Bos taurus 

<400> 19 

gaacttggcc tggtgtccgt tgatgttctt ctccgtgacg tccatcca 4 8 

<210> 20 

<211> 51 

<212> DNA 

<213> Bos taurus 



<400> 20 



cgcctcacag cccatctggt acctgtggtt caggctcttc ttctgggtgg c 51 

<210> 21 

<211> 48 

<212> DNA 

<213> Bos taurus 

<400> 21 

ggggttgccg tagatgtcgt tgccagagtc ctccttctta ttgactgc 48 

<210> 22 
<211> 55 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 22 

cgatttgatt ctagaaggag gaataacata tggttaacgc gttggaattc ggtac 55 

<210> 23 

<211> 49 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 



<400> 23 

taaactaaga tcttcctcct tattgtatac caattgcgca accttaagc 



49 



<210> 24 
<211> 141 
<212> DNA 

<213> Artificial Sequence ' 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 24 

ctaattccgc tctcacctac caaacaatgc ccccctgcaa aaaataaatt catataaaaa 60 

acatacagat aaccatctgc ggtgataaat tatctctggc ggtgttgaca taaataccac 120 

tggcggtgat actgagcaca t 141 

<210> 25 
<211> 147 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 25 

tgcagattaa ggcgagagtg gatggtttgt tacgggggga cgttttttat ttaagtatat 60 
tttttgtatg tctattggta gacgccacta tttaatagag accgccacaa ctgtatttat 120 
ggtgaccgcc actatgactc gtgtagc 147 



<210> 26 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic 
peptide 

<400> 26 

Met Arg Phe Pro Ser lie Phe Thr Ala 
1 5 

<210> 27 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 27 

gatcacacat aaataaacaa aatgagattt ccttcaattt ttactgca 48 

<210> 28 
<211> 40 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 28 

tgtgtattta tttgttttac tctaaaggaa gttaaaaatg 40 

<210> 29 

<211> 60 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 29 

agcttgcatg cgagctcccc gggctcgaga tctgataaca acagtgtaga tgtaacaaaa 60 

<210> 30 

<211> 60 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 



<400> 30 



acgtacgctc gaggggcccg agctctagac tattgttgtc acatctacat tgttttagct 60 

<210> 31 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 31 

aattcgatat cgatggtacc cgggatccgt cgacagatct g 41 

<210> 32 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 32 

gctatagcta ccatgggccc taggcagctg tctagactta a 41 

<210> 33 
<211> 55 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 33 

cgatttgatt ctagaaggag gaataacata tggttaacgc gttggaattc ggtac 55 

<210> 34 
<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 34 

taaactaaga tcttcctcct tattgtatac caattgcgca accttaagc 49 

<210> 35 

<211> 156 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 



<400> 35 

ctagaaaaaa ccaaggaggt aataaataat gtgttcttgt tctcctgtac accctcaaca 60 



agctttttgt aacgctgatg tagttatccg tgcaaaagct gtttctgaaa aagaagttga 120 
ttctggtaac gacatctacg gtaacccgat caaaag 156 



<210> 36 
<211> 156 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 36 

ttttttggtt cctccattat ttattacaca agaacaagag gacatgtggg agttgttcga 60 

aaaacattgc gactacatca ataggcacgt tttcgacaaa gactttttct tcaactaaga 12 0 

ccattgctgt agatgccatt gggctagttt tcctag 156 



